BI==¢HEE EVES
STOmics

B A FTRMERPIRE

| Stereo-seq TN ENE P T




CONTENTS

LI 2
IvzES ] 3
01. £ E M EARKE LML ET B R AR EE 3
02. 25 HILBNERER « BRRANARZXENTABERAEE 4
03. /N B BEHA TR SR 5
04. £kE MY =T El i RAEE 6
05. 2 KB MRIRIEIN A B B ENN TR RAREE 7
06. £ E MR ER A = 2 EE 8
By A = m e P 9

BHI+R 10



ESVIES )il

=

Bl

BERAN CELE, EHRFTLELHEATE, WNTHFRE A Stereo-seq UHBE S IHEM
BANBRAANEEHRN N, EREIFMZIH, Stereo-seq HAEH T RN MERININER IR,
RIBTRRIREE. BERESEN. BAMERAERIHSEERTHFHE, FRARSEZRT U
KHRNTE, BULEHBRMAMENRERRENS, Stereo-seq ARG, LMORES
BERADT, ARRERARREESHUAMNTIA,

B4 E K Stereo-seq, ETF DNA 4uKkEk (DNA Nano Ball, DNB) %, 2EE=EE. B85
DR, KUFGNRUELSRZA, TULHRE—#4EAL. AR, TAR. 57 ‘ORE" RN
HITRERRAD . ZREABENTEHBRASFH mRNA, HiBEIRZ=EH (Coordinate
ID, CID) RREEI=EME, RHMALPERTERXEN, FRANMT BARNERRARESS
BEIEZ M X RBIRANARER. FIFED UEL LI “WREDHRE" 1 ERELINT"
BIREARMES, RIEFA R RS EITE B ARSERE A LIS 53 ¥R W22 23 A LA R 2k

o DNB patterned chip 9 CID sequencing

Spot size
220 nm

[ I—
500 nm
Center to center

C—O@E» o
! cip
@ hsituRNA capture @ Library construction @  spatially resolved
& sequencing transcriptomic profiling
O

Tissue

Chip " [l ‘""“‘23):557a$mu12|au,
cDNA

BIZ=AF R AR Stereo-seq HARRIE
ERIF S, Stereo-seq RARMESHMMNAESN, ERINNATFHERERGEMEENE
DMERTEER, B TOEESERXMNMATSEIRSME, HEAR T By =EEREE
W, XLEMRAIET T NALNEZREMMARRRBNZ S, TAFNRRRINEE. WEOBEME
FNGIRET EESE, HETREZMRRNER.

TYAFREENBHTHFRA Stereo-seq EMB FHHR MM AHBRMAIR, ARHARR
MEMENSEMNET, LUTRE Stereo-seq TEMIRIF UK AIER D 2 B FAZ M1,
2



ESVIES )il

Rz FZE6Y

01. REEMEAR KL LR R iE A A

XE#B: Single-cell spatial transcriptome reveals cell-type organization in the macaque cortex
KRBT Cell

AN PERFRNRNE SR ARSHAFHP L MAREMRAR) « EXEGRIZHRER. IR
BLWE, FERRIZSERARDO. BT Al Lab, IHREREBTHIRE. EEMETEEZRE

AREFE: 2023 £ 7 B

HFEA: Stereo-seq. snRNA-seq
AR = REEMAERIRR AR FERR R B XIS
DOI: 10.1016/j.cell.2023.06.009

Cell

Single-cell spatial transcriptome reveals cell-type
organization in the macaque cortex
Graphical abstract Authors

Ao Chen, Yidi Sun, Ying Lei, ...,
Zhiyong Liu, Xun Xu, Chengyu Li

Cell-type taxonomy for Single-cell resolved
macaque cortex spatial transcriptome

Correspondence
ydsun@ion.ac.cn (Y.S.),
jianhuayao@tencent.com (J.Y.),
wuwei@Iglab.ac.cn (W.W.),
liyuxiang@genomics.cn (Y.L.),
zmshen@ion.ac.cn (Z.S.),
liulonggi@genomics.cn (L.L.),
zhiyongliu@ion.ac.cn (Z.L.),
xuxun@genomics.cn (X.X.),
tonylicy@Iglab.ac.cn (C.L.)

Anterior Posterior | 1N rief
Hierarchy-associated Layer- and region- Primate-specific A spatially resolved single-cell
cell types specific cell types L4 cell types transcriptome atlas of macaque cortex is
1 Lo = generated that reveals the organization
e 1 | - and evolution of primate cortical regions.
[ ]

Increased hierarchy

AR

QO BINHEEERERROAMAFIKHITERI S, SERHTAHFRA Stereo-
seq Ml snRNA-seq, 4T 2KEMEARKE2RKEETESABEE,

@ FEFRREE D AMBZ BT 143 MXIE_EHUETE H 264 MM,

@ IR AMEESAREEEAEREXMERMAEMUR, HiFaHEHSThAmE
BNKENHSURARNBERARARREMENERENZBRIX R, YRGS,

@ EYF (A R) RO, #—FBTRTE 4 BEENR KR EAMAER, ABEEXERE
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XERIH: Spatiotemporal transcriptome atlas reveals the regional specification of the developing
human brain

KREREAF: Cell

A PERFRYARA. THERLRE. tEAFEE

AFRAiE: 2023 F 12 B

FR5EEAR: Stereo-seq. scRNA-seq

BAER: ARZSNAERES (GW6. GWS8. GW10. GWI12. GWI14, GW16. GW20 1 GW23)
DOI: 10.1016/j.cell.2023.11.016

Cell

Spatiotemporal transcriptome atlas reveals the
regional specification of the developing human brain

Graphical abstract Authors
e cCRNALSeq Cell types clustering Yanxin Li, Zhonggqiu Li,
5 =5 on consaflg Changliang Wang, ..., Peng Du, Ji Dong,
GW 6 (head); GWB.?('!.;!Z‘H:IQQD.ZS(D i )ﬂ é\J ¥ oPc\ A Ji i
o B 1‘1 e - o Tt ianwei Jiao
T}?h ST w
4 g Jv Correspondence
GW6-Head 1 Cor MIDien M Mid BCere '"““""d'"""i", jinlei@bjmu.edu.cn (L.J.),
owes10.12 10000 scsnnosw% ) e pengd_l._| @pku.edu.cn (P.D.),
s ‘e dong_ji@gzlab.ac.cn (J.D.),
= ~ L0 jwjiao@ioz.ac.cn (J.J.)
“%.. | Inbrief
A spatiotemporal developmental atlas of
RG heterogeneity Neuron specialization Spatial interaction network

human brain development including

\Sf““‘s‘f“\ N scStereo-seq analysis covering multiple
A& o) time points between GW6 and GW16 as

)
N*“’“”\\\ / \\\ ‘/ well as scRNA-seq across multiple brain
regions spanning GW6 to GW23 is

g[o ¢ reported.

Hr=m:

D HRARFI A THZR K Stereo-seq, PHFT ARNESNABRES, HES
SCRNA-seq FAR, MEARFARAXEZ N4 BNEINEABRNTELE, BRT4A
B ARARRXBERRMEEEERNEF S HER.

@ FALHINBEMENTERE, BT T RCIENTESHE, FANEESETXEE
IR T XBE R,

@ EE T ANE XIFHE TN S AFFED N, BRT X8RN AREE T Ao
BB SIS TN X I 2R, ABEEXEWE
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XE&HE: Whole-brain spatial organization of hippocampal single-neuron projectomes
ZRHATI: Science

MRE: PEMFRRMNFSERRAS-EEIFFO. EPRRAZHMNTEE M7 ImER
BE. LBRRAFESE

k&RBFiE: 2024 %2 A

7R Stereo-seq

HAsEE: ERME MR (8 AR -10 Bl) 28 83XIEnETIA
DOI: 10.1126/science.adj9198

@ REsEARCH ARTICLE NEUROSCIENCE f Xind @0 ™

Whole-brain spatial organization of hippocampal sin-
gle-neuron projectomes
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MRER:
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@ FIANT=HFRE AR Stereo-seq, 4HIT/NRES (hippocampus, HIP) CAl X
H=E R RAERIL, HENT HIP #ETaI%s BB MR,

@ ZMREM T/VE HIP B9 10,100 M RHE TR MR ST RS, HAHRLEH
43 The I ST SRR,

@ HZE AP SR 5T 4RSS B 55 A Stereo-seq HAREBH T Bl RALUBHITEHS

o, EET SRGARERTREEXNVER, RAR HIP HETHEXBITHEEN
BimiR it T IR D FERNER,
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XE@E: Cross-species single-cell spatial transcriptomic atlases of the cerebellar cortex
RFRHATI: Science

R FERFREEFSERRIASENIP L. EXEGREMRAR. BISHFHEEETA
FE

ARedia): 2024598

iR Stereo-seq. snRNA-seq

FEARSERY: BRMR. ORAN RV

DOI: 10.1126/science.ado3927

@  RESEARCH ARTICLE = CEREBELLUM in & ® X

Cross-species single-cell spatial transcriptomic atlases
of the cerebellar cortex

SHIJIE HAO , XIAOJIA ZHU, ZHI HUANG , QIANQIAN YANG ,HEAN LIU , YAN WU , YAFENG ZHAN , YU DONG, CHAO LI, [...], AND CIRONG LIU

+72 authors = Authors Info & Affiliations

SCIENCE - 27 Sep 2024 - Vol 385, Issue 6716 - DOI: 10.1126/science.ado3927

Cross-species and multimodal data

Spatial transcriptomic cerebellar atlases snRNA-seq
Full coverage Single-cell resolution 3D mapping :
& 61 sections

cvE '"’:Q‘e";""th 3

Mouse

‘ 119 sections
ééé .. %ﬁﬁé B

Marmoset

MR 49 sections
art .. §€§ gq}fdﬁ

Macaque

@ Bz snRNA-seq BT AF R AR Stereo-seq, HMETHMER. HIEF/NE/ K
EENEEPARTEERAEE, BT REEFRNMABTIMTEERR
KiET.

@ MREAIMTHREXGRID2 BE (RS 82 AR ZR) MWARKENMmNRKE
FEZH Purkinje 4BART0RY, XEETW AR/ MR/ \H RO EIEERE, ATERMm
MR EE MR F ST,

@ @i 5EE Y TIEE L IR AR (IMRI) ¥IBRE S, ARBR T/ REENE
RARXEXSIEEBEMRXZBNET X R, HERNRHCFIEERET
BNA,
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XERB: Single-cell Stereo-seq reveals induced progenitor cells involved in axolotl brain regeneration
K RHATI: Science

RPN MMNERESRFRRR. RIERESGRERTR. THREEZRER. ERIMEAE.
BONKFEE

ARETE: 2022 5FE9 F

HZRIEAR: Stereo-seq

BARER: RIF6NLABRER (St44, St.54, St.57, Juv., Adult, Meta.) ; BithfafE 7 DESIE
#yAMg (2D, 5D, 10D, 15D, 20D, 30D, 60D)

DOI: 10.1126/science.abp9444

Single-cell Stereo-seq reveals induced progenitor cells
involved in axolotl brain regeneration

Spatial landscape of adult axolotl telencephalon Det

Sample collection 250pm
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R=R:

1 MABRZAER AR Stereo-seq BRMIET BRIRIRNLEN, L6 T SRIRIRMNEN &
BNRGBESERRAEMAEI HENERTAEIEMART ESTHEIE,
MRTNBE £ D FHHIZEE T Ehito

@ B—FhE T4 B E SRR N B A N2 REAROECE, EBERERHITA
B, HEILHETARTREZS5G0RERNNEEMPEE, HELAR
RN THREZ TT,

@ ERURAYAN A4 AT REiE I B ARG 9 FIEET / BARN DL, o BEIM
EELIEFNEHELRE,

@) RIERANZS ja)4E HEARNE BRI M https://db.cngb.org/stomics/artista FFRFREL
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E@H: Spatially resolved gene regulatory and disease-related vulnerability map of the adult
Macaque cortex

RTRHATU: Nature Communications

ARG MMNERESREARR. RINERESGREARRE. BRETAZER KEBRUEEMRR.
ZEXCREEMRF. RIERERE. PERERINEMEASEERRR. T INTEZEYR
&

KREFE: 2022 F 11 B

FRZHEAR: snRNA-seq. snATAC-seq. Stereo-seq

#42E . snRNA-seq 1 snATAC-seq: =R 72 MA R EERFERNMEMERE (V1) « ¥I4KE
BEE (M1) FEEER (PFC) Ay,

Stereo-seq: ®R 60 BN BERIHAAT V1. M1, PFC K

DOI: 10.1038/s41467-022-34413-3

Article | Open access \ Published: 08 November 2022

Spatially resolved gene regulatory and disease-related S Sy
vulnerability map of the adult Macaque cortex i e

clei
Vi ' AAAAARAMA
[ o AINARRARAA
Ying Lei, Mengnan Cheng, Zihao Li, Zhenkun Zhuang, Liang Wu, Yunong sun, Lei Han, Zhihao Huang, . . ))) &) ))) SnRNA-seq
Yuzhou Wang, Zifei Wang, Ligin Xu, Yue Yuan, Shang Liu, Taotao Pan, Jiarui Xie, Chuanyu Liu, Giacomo PRC (] o o
[ ] [ N J
Volpe, Carl Ward, Yiwei Lai, Ji 1 Xu, Mingyue Wang, Hao Yu, Haixi Sun, Qichao Yu, ... Xun Xu &
Sample e SNATAC-seq
+ Show authors
M1
Vi . PFC > v
0 0 7
' )» Nissl staining

Stereo-seq

OCT-Embedding

ARz

@ ARARLZEF A snRNA-seq. snATAC-seq I ARFMBETTHF K Stereo-seq,
SHIBERTRMX S 4K IS AFE,

@ BIEMEEES T, ERAMRKELHESRGRAREBENEAMAMER, H
FAZAFRADFIETHHEMA. MR ERAMRTEMNRNASR
MRTE, HAEERRRX. FREEHEEETT,

@ FASTEAFHIENES DT, UTEDUNEREX T HEMMERNEE
XIFHiERToH, HRIERFERNABTERE, 1A THEATHXREZEET.

@ BEEMFFEEITNM (linkage disequilibrium score regression, LDSC) .
RERTRMEMERANMEIEE, TN T 2 RGHEBISEEHERNXE
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BZE 2025 % 1 B, BARANFIAERB EMENNTHFR AR Stereo-seq, 7 CNS FHFIARNE
100 R, HF, IF =10 KIXEN 60 RiRo
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1512 Single-cell resolution spatial transcriptomics detection
1 | of pathogens followed by studying the immune milieu: using

British medical 105.7 2023 &

virus-associated cancers from different organs as paradigm journal

Multiscale topology classifies and quantifies cell types in
4 subcellular spatial transcriptomics EHITE S 2024 £
3 A cellular hierarchy in melanoma uncouples growth and Nature 505 2022 &

metastasis

CCL19-producing fibroblasts promote tertiary lymphoid
4 | structure formation enhancing anti-tumor IgG response in Cancer Cell 48.8 2024
colorectal cancer liver metastasis

5 | Spatiotemporal modeling of molecular holograms Cell 45.5 2024
Spatial Transcriptomic Landscape Unveils Immunoglobin-

6 associated Senescence as a Hallmark of Aging = £ 2024 £

7 | 3D reconstruction of a gastrulating human embryo Cell 45.5 2024 £

*| s Spatiotemporal transcriptome atlas reveals the regional Cell 45.5 2023 &

specification of the developing human brain

Spatiotemporal insight into early pregnancy governed by

9 immune-featured stromal cells Cell 45.5 2023 &
Single-cell spatial transcriptome reveals cell-type
*| 10 organization in the macaque cortex Cell 49 2023 £
Spatiotemporal transcriptomic atlas of mouse organogenesis
1 using DNA nanoball-patterned arrays Cell 45.5 2022
*| 12 E;?:li_eslfaerccliitsel)r:gle_ce" spatial transcriptomic atlases of the Science 4.7 2024
Whole-brain spatial organization of hippocampal single- .
*| 13 | auron projectomes Science 44.7 2024 £
Single-cell Stereo-seq reveals induced progenitor cells 5
*| 14 involved in axolotl brain regeneration SRS i 2022 &
Deciphering spatial domains from spatial multi-omics with
15 SpatialGlue Nature Methods 36.1 2024
16 | Aspatiotemporal atlas of cholestatic injury and repair in mice | Nature Genetics 31.7 2024 F
A spatiotemporal atlas of mouse liver homeostasis and .
17 regeneration Nature Genetics 31.7 2024
Multiomic analysis of cervical squamous cell carcinoma
18 | identifies cellular ecosystems with biological and clinical Nature Genetics 31.7 2023
relevance
19 Chromosome-level genomes of three key Allium crop sand Nature Genetics 317 2023 &

their trait evolution

An invasive zone in human liver cancer identified by Stereo-
20 |seq promotes hepatocyte-tumor cell crosstalk, local Cell Research 28.1 2023 F
immunosuppression and tumor progression

X i HERTFRRS M E
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Identification of HSC/MPP expansion units in fetal liver by

21 single-cell spatiotemporal transcriptomics Cell Research 28.1 2021 %
Region-specific transcriptomic responses to obesity and .

22 diabetes in macaque hypothalamus el B 2ol 2024 &
Presence of onco-fetal neighborhoods in hepatocellular

23 | carcinoma is associated with relapse and response to Nature Cancer 23.5 2024
immunotherapy
Single-cell landscape of idiopathic multicentric castleman

o disease in identical twins alooe 2 2024 &
Implantation underneath the abdominal anterior rectus

25 | sheath enables effective and functional engraftment of stem- | Nature Metabolism 18.9 2023 &
cell-derived islets
Spatial transcriptomic characterization of a Carnegie stage 7 .

26 human embryo Nature Cell Biology 17.3 2025
Assingle-cell transcriptome atlas profiles early organogenesis .

27 in human embryos Nature Cell Biology 17.3 2023 &
Maternal age enhances purifying selection on pathogenic :

= mutations in complex | genes of mammalian mtDNA ETTEEES e 2024 &

29 STOmicsDB: a comprehensive database for spatial transcriptomics Nucleic Acids 16.6 2023 &
data sharing, analysis and visualization Research :

30 STellaris: a web server for accurate spatial mapping of single Nucleic Acids 166 2023 &
cells based on spatial transcriptomics data Research :

31 |Aspatial transcriptome map of the developing maize ear Nature Plants 15.8 2024 £
Integrated single-nucleus and spatial transcriptomics captures

= transitional states in soybean nodule maturation Nature Plants L 2023 %

33 Spatially organized tumor-stroma boundary determines the Nature 14.7 2024 &
efficacy of immunotherapy in colorectal cancer patients Communications ’

34 Mapping the molecular landscape of Lotus japonicus nodule Nature 14.7 2024 &
organogenesis through spatiotemporal transcriptomics Communications :
MENDER: fast and scalable tissue structure identification in Nature

35 spatial omics data Communications 14.7 20245
Dbh* catecholaminergic cardiomyocytes contribute to the e

36 | structure and function of the cardiac conduction system in T . 14.7 2023 £
murine heart
Spatial-linked alignment tool (SLAT) for aligning heterogenous Nature

37 slices properly Communications 14.7 2023 %

38 Spatially informed clustering, integration, and deconvolution Nature 14.7 2023 &
of spatial transcriptomics with GraphST Communications :

39 Spatial-ID: a cell typing method for spatially resolved Nature 14.7 2022 &
transcriptomics via transfer learning and spatial embedding Communications )

40 Spatially resolved gene regulatory and disease-related Nature 14.7 2022 &
vulnerability map of the adult Macaque cortex Communications ’
Deciphering spatial domains from spatially resolved Nature

41 g::()s;g:atomws with an adaptive graph attention auto- Communications 14.7 2022 £
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Tracing the evolutionary and genetic footprints of Nature

42 atmospheric tillandsioids transition from land to air Communications 14.1 2024
Stereo-seq of the prefrontal cortex in aging and Alzheimer's Nature

= disease Communications L5 2025 £
Cross-Species Insights into Trophoblast Invasion During .

44 Placentation Governed by Immune-Featured Trophoblast Cells Advanced science 14.3 2024 £
Single-nucleus RNA sequencing and spatial transcriptomics

45 | reveal the immunological microenvironment of cervical Advanced Science 14.3 2022 F
squamous cell carcinoma

46 | Aspatiotemporal transcriptomic atlas of mouse placentation Cell Discovery 13.0 2024
Single-cell spatiotemporal analysis reveals alveolar dendritic

47 | cell-T cell immunity hubs defending against pulmonary Cell Discovery 13.0 2024
infection
Single-cell spatiotemporal analysis of the lungs

48 | reveals Slamf9* macrophages involved in viral clearance and Cell Discovery 13.0 2024 F
inflammation resolution
Single-cell multi-omics analysis of lineage development and .

= spatial organization in the human fetal cerebellum Cell Discovery LeHy 2024 &
spatiAlign: an unsupervised contrastive learning model for . .

50 data integration of spatially resolved transcriptomics Gigascience 118 2024 &
Spatially resolved single-cell atlas of ascidian endostyle 3

< provides insight into the origin of vertebrate pharyngeal organs Science Advances Lol 2024 £
Adrenomedaullin has a pivotal role in trophoblast

52 | differentiation: A promising nanotechnology-based Science Advances 11.7 2023 &
therapeutic target for early-onset preeclampsia
Cancer-associated fibroblasts undergoing neoadjuvant Cell Reports

53 | chemotherapy suppress rectal cancer revealed by single-cell Medig'ne 11.7 2023 F
and spatial transcriptomics
Antibody-based delivery of interleukin-2 modulates the Jot{rna[ of
. A : b - Experimental &

54 immunosuppressive tumor mlcroen_\llronment andvachl'eves Clinical Cancer 11.4 2025 F
cure in pancreatic ductal adenocarcinoma syngeneic mice Research

55 Multitranscriptome analysis revealed that stromal cells in the | British Journal of 11.0 2024 &
papillary dermis promote angiogenesis in psoriasis vulgaris Dermatology ’
Spatiotemporal transcriptomic landscape of rice embryonic

56 | alls during seed germination Developmental Cell 10.7 2024

57 The single-cell stereo-seq reveals region-specific cell el G 10.7 2022 &
subtypes and transcriptome profiling in Arabidopsis leaves P :
High-resolution 3D spatiotemporal transcriptomic maps of

38 developing Drosophila embryos and larvae Developmental Cell 10.7 2022
Spatiotemporal mapping of gene expression landscapes and

= developmental trajectories during zebrafish embryogenesis Developmental Cell — 2022

60 Spatiotemporal t_ranscriptomic atlas of rhizome formation in Biot:c[ﬁg;[ogy 10.1 2024
Oryza longistaminata Journal

61 Spatial transcriptome analysis on peanut tissues shed light Biotefgﬁgélo 10.1 2022 &
on cell heterogeneity of the peg  a— gy ’
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