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Total reads (M) per run: Total Genes: Bin200 Median Gene: Median genes per cell: Valid CID:

14000 29K+ 12K+ 670+ >84%

Square Bin Statistics

Bin Size Mean Reads Median Reads Mean Gene Type Median Gene Type Mean MID Median MID
20 (10pm) 10,648 10,241 755 761 1,083 1,074
50 (25pm) 65,173 63,398 3,103 3,218 6,630 6,649

100 (50um) 252,645 247,348 6,889 7,322 25,700 25,913

200 (100pm) 959,239 945,550 11,334 12,158 97,576 98,886
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User: Dr Antonio Agostini, from the
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Total reads (M) per run: Cell bins analyzed: Single-cell clusters: Median genes per cell: | Q30 sequencing quality:

12000 450K+ 30+ 300+ >95%
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