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MEESHFZNAEEY, BHAIYERFERREIENRRBEALRN. AN, FHHNENF
MRAZEFTEUSE. BHMEREREENENTEAEE ENEREN, EER, TEHRRARK
REPIR K R I RRX — B R 4 T AV EEA, HAP, BTHFRA Stereo-seq LUEIMIFMRE,
FERKABRARATERRL T EXNNAENMNE,

BY A ¥ K Stereo-seq, ETF DNAZKEK (DNA Nano Ball, DNB) # %, EEE=EE.
BEIUR, KAUPNERULSRRA, IULNE—FAREHLHA. M. THE. 2F “OR
B’ RAR#ITZEERREAD . ZEABINZSHBRALHTHH mRNA, HFESNESEHE
(Coordinate ID, CID) EREI=EMMIE, SMALRDERTERIXQN, RN T RARNE
RRERESSREBFIRZENXRELRBANATEM, eI URNIH “REDHE M “E
KF2EWT HERESE, RAMEETHRNNNESELELETERRIA. ARDCRALR
B 58 ZR LB IR AR

DNB patterned chip @ o situRNA capture

Spot size
220 nm

' C—@E@@E e
Chip
N D / cDNA
) Library construction (@  spatially resolved

& sequencing - transcriptomic profiling

” [ M;u;w

TELLITT
91011121314‘

B

YT LAF R AR Stereo-seq FARIE

Stereo-seq ATEAEKABMATHRIALEXRES, ClEBEHELSESRFTILAEIETNER
TEREMAREE S, ARMARRHRTRNEBREGFERZBNFNERZTLR, ZRAERY
MAFNR. 6. RBFSMHMEXEYNEREATHE, SFHXEEYELETIEPHNTE
&, NETEMERABNRAMREHRT EREAR.



ESVIES )il

RERK, BE Stereo-seq AN MU SIEH, HEE KA B THNNATEFEM ZHERN.
IR AFE—TERERELBIRERERRANFNG. ARSLSIEENNR, URAR
BERNTRSINME, WRANEREGENERLRE. RRERORELRBIG], UKRALMEETT KRG
REENEHNEENIERS .

SN AFMREENBRTHIR AR Stereo-seq EABMANN BHEMNFIS, ARHARIRERENE
HBEFBTR, MUTE Stereo-seq £ X B STUHAIER D2 H W FAZE A,
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01. RERE I E R TS SE

XE@H: Spatiotemporal transcriptomic atlas of mouse organogenesis using DNA nanoball-
patterned arrays

RREATI: Cell

RN RIEXREHREATIR. FERFRSMNEMEASERARIR. MIT (REEI¥R) £
E&RAtiE: 20224F 54

AR Stereo-seq

BS3E): k8 12 A/Y C57BL/6J MM/ NRAVIRIKFN AR, ABE% 9.5K (E9.5) £% 16.5X (E16.5)
8 A El B/ R AERS

DOI: 10.1016/j.cell.2022.04.003

Cell

Spatiotemporal transcriptomic atlas of mouse
organogenesis using DNA nanoball-patterned arrays

Graphical abstract Authors

Ao Chen, Sha Liao, Mengnan Cheng, ...,
Longai Liu, Xun Xu, Jian Wang

Stereo-seq | Spati iptomics at cellular

Correspondence
miguelesteban@genomics.cn (M.A.E.),
liyuxiang@genomics.cn (Y.L.),
liulonggi@genomics.cn (L.L.),
xuxun@genomics.cn (X.X.),
wangjian@genomics.cn (J.W.)

In brief
Mouse O St ines DNA ball.

q
TranscriptomiciAtias (MOSTA) patterned arrays and tissue RNA capture

T T | g tages N N . .
= | 53 sectior to achieve large field-of-view spatial
i ics at cellular i
Spatialy reso\ved ﬁ & & enabling the dissection of spatial cell-
aaaaaaaaa .
i i}

type heterogeneity of mouse embryonic
tissues.

Rz

D % DNA K ERIE T PET) SR L RNA SIRFELE &, AT HRTHER K Stereo-
seq, UHERRANTBABHHALR (NEMHR) MRS REMNERGIES T
B3 FE,

(@ #I A Stereo-seq A, HERT/NRHEBABEFHRBNBZELTERNTERIEA
BURBELENNT, MET/NEHRELENTERAKIEE (MOSTA,
https://db.cngb.org/stomics/mosta/) o
3) JREXT El6.5 /NREeMRAETEMUBEN RAMNTHRIRARFEE, HER—KI
FRLEERET 47 EEARITEH 6 Ml e E N EI S FIER, EIRT FiK
BN 14t 42 e A M 42 T R 2 K2 IR AV T A8 03T,

@ FIF Stereo-seq HARMWERNR AN S B RARE, #HRT ALET
fRPEAEX 1,959 MERT/N KRR PRRAER.

?]ﬂ}
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XERIHE: Spatiotemporal insight into early pregnancy governed by immune-featured stromal

cells

ZREAT: Cell

MREM: ERAFESHEFMR. ERAY - BEAZESHFREPLEF
A RAtiE: 2023F9 A

AR Stereo-seq. scRNA-seq

B ER: WER/DREIRTH E5.5-E10.5 SR RBVBEALRMEIMARSITRARNEF; SR

YR HA £6.5-E9.5 BRI RHITE AR RANF
DOI: 10.1016/j.cell.2023.08.020

Cell

Spatiotemporal insight into early pregnancy
governed by immune-featured stromal cells

Graphical abstract Authors
Min Yang, Jennie Ong, Fanju Meng, ...,
of mouse il ion sites a_ g_ Je _eO 9, Fanju Meng
. , Tengfei Liu, Wei Tao, Peng Du

Functional decidual hubs z

7 ; = ° ® S

§ oecy ® S Correspondence

2 iDSCO W //-\\ iDace e

4 iDsc2 [ el g pengdu@pku.edu.cn

T Immune -]

£ Py cells & .

2 @ ® H In brief

3 . . .
< Dynamic functional hubs of decidual
IV: Immune cell assembling hub @ Monocyte stromal cells, immune cells, uterine
XCL, CCL Proliferating) endothelial cells, and trophoblasts were
cxcL, cc ‘, i
. i oc defined by single-cell spatial
. . . . ¥ " "
1DSC1 aundod i @ oo tran‘scrlp‘tonrlcs across t!1e )
recruitment ’ Immune cell decidualization process in mice. Of note,
3 number . . .
® « Py : populations of immune-featured decidual
V: Vascular hub T . stromal cells were identified that
VEGF T = . .
i [ &3 modulate immune cells, govern
RVasoLlary ANGPT, Angiogenesis . iati n
anxol CALCR, . vascularization, and promote cytolysis.
ANGPTL,
% CHEMERIN
' . p . S s ' %
ipsc2 iDSCO | iDSCO iDsc1 iDsc2

HR==:

@ MEBRARS R THFR R Stereo-seq 454 scRNA-seq, BEXRLGHI TR
WFIREE] (E5.5-E10.5) BRSNS =EAMMEEIL,

@ £/ Stereo-seq FAREZE LAIMHUEN T HABNREMIE. NEMEMR. ZF
B4R R AL A5 E R A 4R 2 AV BhAS Th AE MR AR P AR,

@ RIEABABRNZ=ENESF, $EEHTREHERMUSN 8 MAREIIEEF L,
BT HEERARNE S LI, FAIMT—FMERREINEEN W E I8
EHRAAAE,

@ @ RBE/NEMELZ R EE/NRERUATIERLNESR, BRT KA
BRI R IR B MBS E M I AR E X EEMN R,

FHEEXERR
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XERIHE: A Drosophila single-cell 3D spatiotemporal multi-omics atlas unveils panoramic key

regulators of cell-type differentiation

RREATI: Cell

R MMNEXRESRFRRIE. mARKATSE
ARedia): 202556 B

R A: Stereo-seq MZFEMAFNFRA
HAER: R X FRAM

DOI: 10.1016/j.cell.2025.05.047

Cell

A Drosophila single-cell 3D spatiotemporal multi-
omics atlas unveils panoramic key regulators of cell-
type differentiation

Graphical abstract Authors

Mingyue Wang, Qinan Hu,
Zhencheng Tu, ..., Longgqi Liu, Xun Xu,
Yuhui Hu

Correspondence
hugn@sustech.edu.cn (Q.H.),
liulonggi@genomics.cn (L.L.),
Xxuxun@genomics.cn (X.X.),
huyh@sustech.edu.cn (Y.H.)

233,242 cells

In brief
This work introduces Flysta3D-v2, a 3D
240573 oo v spatiotemporal multi-omics database
that spans Drosophila development from
embryogenesis to metamorphosis.
Through the integration of multimodal
data, we detail the differentiation

ies of ping Dro:

tissues within spatiotemporal contexts
and elaborate the regulatory networks at
the cell-type level. With a focus on the
midgut, we identify cell-type-specific
regulators using multi-omics data
analysis and verify them through mutant
studies.

HR=S:

@ HRHEPAEIT LA EHZ IR Stereo-seq R ZFhBEMMAFNEFER AR, FoltE
mmLT—AMEm%kﬁjhmyﬁﬁﬁﬁﬁ,I&T%ﬁ@&aE%%3D$
AR = Z AT EE,

Q@ BYZESHIERE, WETEEENENELAEIENES=Z4HFIRE, H
BETHER BN LUERAMER S aIsh ST,

@ BERPAE, EETARTRARLENXBHEREAETF, FHILE exex SR
ABERZOAEEF

HIEENERR
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XERIH: Digital reconstruction of full embryos during early mouse organogenesis
RRHEATI: Cell

MREM: RRAFBRSERESREMAR. BREAQDRER. O)IIKFE. FBHXAFE (R
=

k&RBFiE: 20255 6 A

AR Stereo-seq

HasRE: NREFENEHREREREMA=1 X ES (ET.5, E7.75, E8.0) BI/NNEEARR
DOI: 10.1016/j.cell.2025.05.035

Cell

Digital reconstruction of full embryos during early
mouse organogenesis

Graphical abstract Authors

Peng Xie, Juan Shen, Yi Yang, ...,
Zhuojuan Luo, Xiaodong Fang,

Digital full embryo at single-cell resolution

‘Serial sections & Stereo-seq Digital embryo rswnslrur:\um Visualization by SEU-3D

,,_/ &5 enrs 50 c; " s;., Chenggi Lin
- § Q g w.
PRt Correspondence
Spatial atlas and lineage inference liujinlab@cuhk.edu.cn (J.L.),
o ; m [T — caoh fimu.edu.cn (H.C.),
. Eem Zjluo@seu.edu.cn (Z.L.),
BTN fangxd@genomics.cn (X.F.),
LR eaw

cqlin@seu.edu.cn (C.L.)

"

NS

Cross-germ-layer signaling In brief

‘Spatial-aware communication strength Virtual ISH inspection

rimordium Determination Zone (PDZ)

Single-cell digital embryo reconstruction
during early organogenesis creates

EEEmO

spatiotemporal atlases for mesoderm
and endoderm lineages and captures the
primordium determination zone (PDZ) at

PDZ at th by interface i i of PDZ
E775 E80  poartfield Extraombryoniclll] Bp¢ 1 the E7.75 embryonic-extraembryonic
Guttune i .
1 S ot % ooz s interface, where cross-germ-layer
Forsqut o N e .
ooz o O emoryonial | o T signaling communication drives
/ stpt,

organogenesis.

=
TREIBRELRME, URAMEEERTERFTHIRRE, RFHBREREN
/ﬁﬂ*ﬁ: IEE@ ﬁ?ﬁ?\ J%?)‘\ z\—n%éﬁ’/\aqﬁ/n_.\ﬁ1Eo

2 %—JL%’L{ETW% S5HRERTEYNZ B RERE, HETTERS. BAMRE
=15ﬂ$1|—.|%0

3 1E E7.75 FERRAI BRI R A EEHFREREX (PDZ) , RIMHEKEHIAIE
SERORRENAZ AR XBIER.

4 BITERRESREFANSEERERENIRENH., HRERIERR

%

P]ﬂ}
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XERIH: 3D reconstruction of a human Carnegie stage 9 embryo provides a snapshot of early
body plan formation

EFHITU: Cell Stem Cell

RN FERFRYARF. PERLAZENFR. EREBTAFEGRFFR. BNKFES
—MEER. tRTHARSBEEFHRRSE

A&KAdia): 202558

BAZEiAR: Stereo-seq. scRNA-seq

AR ZEEY T CS9 AZERRRR 75 KIEMKETI A

DOI: 10.1016/j.stem.2025.04.007

Cell Stem Cell

3D reconstruction of a human Carnegie stage 9
embryo provides a snapshot of early body plan
formation

Graphical abstract Authors

Yang Yuan, Xiaoyan Wang,

Xiaodi Yan, ..., Zhenyu Xiao, Yulei Wei,
Legian Yu

s atgnment

Correspondence

jingtao.guo@ioz.ac.cn (J.G.),
xiaozy@bit.edu.cn (Z.X.),
yulei.wei@cau.edu.cn (Y.W.),
legianyu@ioz.ac.cn (L.Y.)

In brief

Yu and his colleagues present a 3D
spatial transcriptomic map of a CS9
human embryo, investigating several key
developmental events during this critical
stage of body patterning.

AR==:

@ FIABTEZR AR Stereo-seq XIFAE 9 (CS9) AR #HITRAL T I
KO, WEENTERIN 3D HFIRE, RBEAZETHFARNBERNE, B
HEEMAMRERE N ETE S,

Q@ UG REEREZMBILLZENT, PHRBEPREFMAMAE (NMPs) 2
S5EBEARMNEIERER, HEMAPR - G RBIkIAEL 0.

@ BEREXFT NMP T, 5RETEDEHTINS FRHE MRS B

@ BT EEHRRHIF RS R R R IAETEAAE (PGCs) TEEBIBK - 1R - S (AGM)
XIFEM 92 1o
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XERIH: Dbht catecholaminergic cardiomyocytes contribute to the structure and function of
the cardiac conduction system in murine heart

K EHBFI: Nature Communications

RS EXEGRFRRIR. FERFE. OABERKE. NERARFEE

kFRBFiE: 20234F 11 8

ER5EAR: Stereo-seq. scRNA-seq

#¥A2R: EQ.5. E10.5. E12.5. E14.5, E16.5. P30 P56 RER/NRARBAEN CBFLAL A
DOI: 10.1038/s41467-023-42658-9

Article | Open access | Published: 28 November 2023 Dbh* cardiomyocyte subpopulation
Dbh* catecholaminergic cardiomyocytes contribute to
the structure and function of the cardiac conduction
systemin murine heart

Tianyi Sun, Alexander Grassam-Rowe, Zhaoli Pu, Yangpeng Li, Huiying Ren, Yanru An, Xinyu Guo, Wei

Hu, Ying Liu, Yuging Zheng, Zhu Liu, Kun Kou, Xianhong Ou, Tangting Chen, Xuehui Fan, Yangyang Liu,

Shu Tu, Yu He, Yue Ren, Ao Chen, Zhouchun Shang, Zhidao Xia, Lucile Miquerol, Nicola Smart, ... Ming

Lei®  + show authors

Sampling Sequencing  Quality control Cell typing Downstream analysis

———>

MRz
KARTAFIA Stereo-seq & scRNA-seq HAR, L5 T ARLZBEME/NE
lUWE’Q%?HﬂH@.N?E’?i?ﬁ%, RETORESERZNEENEH.

@ W= ?EiT/J\LLulB\W¢$%&iﬂ%UE’J?Ei_iﬁﬁ%%E',HfB #Zﬂﬁﬁﬁﬂ’] Dbh BRI
MApEE. FIAFANRARMNTAZE SN, BEGEEIENTEZEENS TR
GHE XL OB AR I TE DR 5 750

@ MREEL FEALBEEFBERFMEHOINL Dbh BRRKIEEIIEAT]
LR ES RN XEIERANY, BTRTENSLRESESGT AT ERIRE
MEZEMETIR R

?Hﬁqﬁéisﬁﬁwc
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XERIH: Aspatiotemporal transcriptomic atlas of mouse placentation
KFTHBTU: Cell Discovery

HREL: EEAFMBEFHER. RIERERRIFMRARS

A &Redia): 2024 £ 10 B

H5IEAR: Stereo-seq

AR NRigR

DOI: 10.1038/s41421-024-00740-6

ARTICLE OPEN "I) Check for updates
A spatiotemporal transcriptomic atlas of mouse placentation
Yanting Wu'23#'** Kaizhen Su>*'*, Ying Zhang”"' Langchao Liang®'®'*, Fei Wang’, Siyue Chen’, Ling Gao', Qiutong Zheng’,

Cheng Li', Yunfei Su', Yiting Mao', Simeng Zhu'", Chaochao Chai®'°, ang Lan’, Man Zhal@7 Xin J|n®7 Jinglan Zhang ("4,
Xun Xu®'% Yu Zhang'™, Ya Gao”®13% and Hefeng Huang'23456%

© The Author(s) 2024

a
(] E j @ ® i e & @ R &5 EPC  Intertace
—_— — s > 3 > >
OO Sample collection In situ mRNA capture - Lm::rsy cz:stcr::‘cllon - Spalv:lrlzﬁr‘zzc\ved GRISEN (ET (TN MG
L — .. &sequencing £ % _ﬁ,w; J]I
E85 E105  E145 X8 m
E75 ES5 Ef25

C E75 E8S5 E95 E10.5 E125 E145
T 1

-
e Ww
™

e’
Junctional zon®
1 mm
Labyrinth ® Junctional zone Decidua
3 ® Allantois # @ Inner EPC ® MD (Invasive GlyT)
% Yolk sac © Outer EPC # ® Early Interface (EPC inva.)
b 3 © Labyrinth ALiTPVCMnDH ® 47 1z precursor) /5 Early Interface (P-TGC inva.)
< ®uZ(GyT 1) evsz
H ©0z(GyT2) AVD
© .0z (spT) MD (NK cells)
© 47 ($pa-TGCIC-TGO) © MD (Stromal cells)
UMAP 1 o 92 (P-TGC)

© Myometrium

HR=mA:

@ F AR =HF XA Stereo-seq, X E75 E8.5. E9.5. E10.5. E12.5. E14.5F
154 7&%8’]@aﬂ*ﬂ“ﬁ’]d\m?*ﬁﬁﬁm THRYAFMNEF, ARSHEMBEARLR
MR AREE RABIEHITHRE DN, & 'JTM E7.5 3 E14.5 B/ NRERERTER
HEIE,

@ BEBTRETERRARE, HREE T/ RRPULFEEN - REEMAEAR

HEHRRRARZTERLENT, 8577 %TARKEMIEENE LMV ERNXRIET
AFo

QMARTBASIERENHREREOEN, &I E MR KE &N HEF NS £ K
Fiio

?Elﬁﬁéizg_ﬁﬁwi

10
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XERHE: Single-cell multi-omics analysis of lineage development and spatial organization in the human
fetal cerebellum

&FHATI: Cell Discovery

RSl FERFREFSREEMFHRAAM. FERFEGHEZR. TNERKEEZ) L EET
it EEXRZEHE)LRIERS

ARBJiE: 2024 F2 A

ER5HEAR: Stereo-seq. scRNA-seq. scATAC-seq

A2 2 13 F - 18 ARIRR) L/ A

DOI: 10.1038/s41421-024-00656-1

Yang et al. Cell Discovery (2024)10:22 Cell Discovery
https://doi.org/10.1038/541421-024-00656-1 www.nature.com/celldisc

ARTICLE Open Access

Single-cell multi-omics analysis of lineage
development and spatial organization in the
human fetal cerebellum

Fugiang Yang', Zigi Zhao', Dan Zhang®', Yu Xiong? Xinran Dong? Yuchen Wang', Min Yang®, Taotao Pan®,

Chuanyu Liu@, Kaiyi Li7, Yifeng Lin’, Yongjie Liu', Qiang Tu', Yashan Dang®, Mingyang Xia’™, Da Mi@#™,
Wenhao Zhou® ™ and Zhiheng Xu®'®

a u :
gl pler of QWY Glutamatergic
cerabellar nuclear cells aw 13 4 15 16 7 18 19
RL~*| Unipolar brush cells Serifthang: u L .
Granuis cel oo Sterec-seq @ .
\ progenitors (EGL) SCATAC-58q 4
[ Purkinja cails | — GL formation
witicis WZ == | Inlemeunons PKE generalion T —
GABAergic lineages L {rom GWG) EGL sxiension and GC generalion
Excitatory linmagas | Bergmann glia
SCATAC-seg Spafial ranscriplome (Sterero-seq)
\— /—GW”/— GW13 — —Gwm-.\rm
— O-@ P-=
" Mcagmal plara 6 tme points B B 5
R WS e 79190 calis ._'J_-F ){ s ; = i i
Human corsbaliem 2774 genas/call [ L £ 4
GW13-18 Coronal section Sagitial section

ARmER:
D ER B RNA TIE scRNA-seq. RBEBI K MENF scATAC-seq AT A
Stereo-seq, RFIBTAIER) VA B MRS 92 FEhS.

2 BISHESH WERTE. RWEEBHRTEENL , BRI (Granule
cells) STHEFFAAE (Purkinje cel) &L BRA KD LD FHlE

(3 PARM1 ERETEA LS/ NRFRIARE 75 RE, 17 i & B TF s = .

@ 15/ \EEX LB HE L AREE, REIMNAFERIAR.

® fRMCAE T (Purkinje cell) F&EtLmIZER (Unipolar brush cells) Z#hIFE!
RE RS, NERNEE TR R RES FIHE.
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XE®@HE: Adrenomedullin has a pivotal role in trophoblast differentiation: A promising

nanotechnology-based therapeutic target for early-onset preeclampsia
RFHATI: Science Advances

MRS EBAFFTRBEFR. EBRERNER. EXEGRZMRAR. RIHEGRETEH

ERERE, FBENERS

k#&RBFiE: 2023F 11 8
FAFEHEAR: Stereo-seq

HAER: AXRBAREAR. MEER. ZFBETHAMMLRESAR. HivNEERE
DOI: 10.1126/sciadv.adi4777

SCienCeAdVanceS Current Issue First release papers Archive About
Adrenomedullin has a pivotal role in trophoblast differ-
entiation: A promising nanotechnology-based thera-
peutic target for early-onset preeclampsia

QINGQING ZHANG (®, CHEUK-LUN LEE (®, TINGYU YANG (@, JIANLIN LI (®, QUNXIONG ZENG, XIAOFENG LIU, ZHONGZHEN LIU (®,

DEGONG RUAN, ZHUOXUAN L, [..], AND PHILIP G. N. CHIU +16authors | Authors Info & Affiiations

Cell clusters

gA 1500 i
= : 5
3| E3 g .
2| g =
3 8 ERY
4
g g, g2 1000
= = £ .
ol < oL
2 S 55
|
£ < z 500
£ s <
T o
e «
K §
&

AR
@ FIAEABER R ZAF AR Stereo-seq, ERWET FREU TR
(EOPE) BN B M MESEE .

@ RAEBE LBMER (ADM) EHBRER EOPE RAEFHROIER: BIERN
U EOPE MBTEEMITEY, BRI ENBEY, RES5HKA
IS, 7 EOPE HUAIBISUIR (T X593 F#IT.

@ FETETFRENSUNHLGKTHERDEE RS, HERERRELE
HIEE EOPE #RE, 7 EOPE MEIBTFFURIGHAT HUIRET B
%75 R TIAIE,

12

%HEEEEXEQE*@



ESVIES )il

10. 3D & EERL BT S B & B 403

XERHB: Spatiotemporal mapping of gene expression landscapes and developmental
trajectories during zebrafish embryogenesis

EREATI:
RS
% &RetiE:
AR
it

ANy

Developmental Cell

RERESHZARR. ERRIKFESE

202258

Stereo-seq. scRNA-seq

TEERA | BARERANAR: $FFE3.3h 5.25h 10h, 12h, 18h. 24h HBIE &

DOI: 10.1016/j.devcel.2022.04.009

RR==:

Developmental Cell

Spatiotemporal mapping of gene expression
landscapes and developmental trajectories during
zebrafish embryogenesis

Graphical abstract Authors

Chang Liu, Rui Li, Young Li, ..., Xun Xu,
Zhigiang Dong, Longgi Liu

Correspondence
xuxun@genomics.cn (X.X.),
dongz@mail.hzau.edu.cn (Z.D.),
liulonggi@genomics.cn (L.L.)

In brief

Liu et al. employ Stereo-seq to dissect the
spatiotemporal transcriptomic dynamics
in developing zebrafish embryos. This
study provides a spatially resolved
resource for the research of vertebrate
embryogenesis and also helps to uncover
how molecular and cellular interactions
contribute to zebrafish embryogenesis.

@ FAR=HFER K Stereo-seq, BIFHSEBRKRELE R 24 /NFTHRSEER
Rixig, IS ERBREEIEPERRKA. AMAKNBIEMENARIRMEE
EHEIE R Ro

@ EEZHEE 24 h A 6 PxBEABMIER (3.3h 525h, 10h 12h, 18 h, 24
h) BBID@RRRS, ST 91 WRREACKRYIF#ITT 5.

@ sHEF B a2 HY Stereo-seq HIEM scRNA-seq HUBHITE A O, METHS
BRBEESETARGERTNARS FEUNRS AT, RREMASR
T AR=EHI RS S A B ZE R XK. i

@ DT HDEFIRREIEPRBER - SENNHSTE D6, KN THNEREK-  ABEEXERR

RN EIFEL, 1757 BERNERL B RENS,
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3 E & B: High-resolution 3D spatiotemporal transcriptomic maps of developing Drosophila embryos

and larvae
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High-resolution 3D spatiotemporal transcriptomic
maps of developing Drosophila embryos and larvae
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In brief

Using Stereo-seq, Wang et al. resolved
the 3D spatial transcriptomes of
Drosophila late-stage embryos and
larvae with molecular and cellular
dynamics patterns. This work opens the
opportunity for the systematic study of
gene regulatory networks during
Drosophila development with organism-
wide spatiotemporally resolved
transcriptomic information.

@ FIA=HFERA Stereo-seq, LF T RBEBMANREBETIRENNTHRE
W, EM7T E16~E18 BREARY 3D HRAEE,

2 E14~E16 BYERR AR E R HIMIBER L, NHHMANNEREE T 4R,
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SR CG16779) MBERITEM,
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