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ESVIES il

=

J

BERAN CELXR, MFARNERBRNRRZINEIMEERANZFHAETR, MER. ARDES
FREEBTERIARR, EFX, TEERARANIERE, 72N TAHFRA Stereo-seq FIHIT,
FERPRFTEE T FEEER, #HETRIFIAREINNIE

B4 F IR Stereo-seq, ETF DNA 4uKkEk (DNA Nano Ball, DNB) %, 2EE=ERE. B85
DE, KMINRUSSHER, TULHE—#AEALR. AR, T4R. 27 “TRE" B
HITTEIERAD . ZRABIRZSHBIRAR[FH mRNA, HBZHRTERE (Coordinate
ID, CID) ERE=EMIE, J—EAQE,,\EPEIfﬁIEﬂiEﬁh/U'J FURANH T RN BERRERESS
REF IR Z BN X RBILEANHAREMR, X—RARMUIERTHLATNARERE. AREEHEEE
AURRBFENZE S, RAMRERERING. FIHRMOERITEY UK FF LIS TT RIS
R TBENNZ.

BIEAF R R Stereo-seq FHARRE

ERBIAFR M, Stereo-seq RABZRMHT EANE, B AR, BAAREBRINRR
IR RRARAAEER, BRMEARSEERER. RRARNERXER, NIERMEHEN
T BIRMHE T I A, ks, Stereo-seq HAEWK  ZNATFHILRITIHER. REMEXER
FZMEXMERHOARTD, ABFIXEERBHLFIG. FHERNATERRETEENLR.



ESVIES) il

ARFK, FEE Stereo-seq ANREILBMTE, HEKRMAT RO AREMZFRN. KA
HAFEIX—&KA, ERH-PIHETERBIAFRIG, RNBEZHEFEXERNER, NERIT
B, BHHATRHEIEEN2ENES.

KNAFMEENBITHFRA Stereo-seq TR MANNAHEMFI R, ARMARREENE
HWEEMET, LTI Stereo-seq BB MHAIER 5342 B FAZR A,
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L

01. RERBEKBRBNAREREFEES

XE@B: Acellular hierarchy in melanoma uncouples growth and metastasis
RRHEAFI: Nature

R LRIRENX VIBBEEMFER L. EXESGRFHARIRE

AREdiE: 2022598

ERZTIEAR: Stereo-seq. scRNA-seq. ERIBEREA

BAER: N\FEGEEBEER (85 TyraNras® SRR Cdkn2a k)
DOI: 10.1038/s41586-022-05242-7

AR=A:

O MEA/NRBRER, RAREIREANMNTAHFR AR Stereo-seq, BIRNESERIBE
BAMESEE, BETHEERKNS BEENIEE, RRTREBHEIERNHR
fiEf oS BRI FBiE.

@ FFBEIE Stereo-seq HEMH scRNA-seq. FRIFHRANFHES I E, B
BERBTETY BN EERERERZIMBERNBURARE, I ALEE
BN RN RS AT iE iR EE B,

(@ F)F Stereo-seq AR, LT pre-EMT-NC ZEFRB SR EMEMEE B2
BEMIBX, URMNHE (8 ARRS5nEZEZEEX, P

@ BT EEXEARRSSHEENNTNNTER, HRATEXEMEE KT  ARERXERR
EBREE) RIBE W ERER AR R TIA,

4
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02. =4RH B ML B RIS R

XEREHE: CCL19-producing fibroblasts promote tertiary lymphoid structure formation enhancing
anti-tumor 1gG response in colorectal cancer liver metastasis

KFHBTI: Cancer Cell

WRENM: PLUAFEHEE—ER. PLUAFHREE A ERE
ARETE: 2024 E8 B

EAZEIEAR: Stereo-seq. scRNA-seq

B4R SEGRETED (CRLM) MEMESESTIEAESR
DOI: 10.1016/j.ccell.2024.07.006

&5

e

5

@ HAREI=4%E CCL19 MIRATAMRRRE S (R = M E L5 (TLS) BIFERL, X7E
SLERITERE (CRLM) 22—k,

@ HZIBTRT TLS 51E8R/E MM 1gG RN Z B XL, XITIEMEIERE R
MBEEER .

(@ @it scCRNA-seq MBTTLHFF K Stereo-seq, HET TLS £ CRLM 5N
BERVIFAMENE, AT CCLIOT RREATHELRRARAN TLS FZAAIML A,

@ HRFM TLS MEXRRRABIPER T R EnE, FEANRMNRREPIERTH
SN, 9 CRLM {21 T BHEAATT 8, AREEXERR

it
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03. EFES R AERIINE RS B B B S M S R IR
HHEEER

XE@H: Multiomic analysis of cervical squamous cell carcinoma identifies cellular ecosystems
with biological and clinical relevance

K THBFI: Nature Genetics

AR PR AR EFEZREWER T ERE

k#&RBFiE: 2023F 11 A

AR scRNA-seq. Stereo-seq. TEIEHRAF . BAFHRERIE. ZLHFDR
HasKE: AT RIMBALNNEA. BEREESIEA. SMNEMEZAA (PBMCs)

DOI: 10.1038/s41588-023-01570-0

@ WBIT A B RNA N FE AR scRNA-seq. BIZHZE R Stereo-seq M= @) ZE
HEAF IR, 817 SMBHRARE (CSCC) MMEBASREMARES RS,

QEY LEARMEEARZEINEEER, EXTEZMTERRLE (Meta-
Program, MP) , 87~ 7 MP6 Hl MPT RS HIAMZ LA 5 S B WIRIE 2 BRI AEX R

@ #EE T MP6/T D ERTUNRZE AT R HFIER, AlGRKETIRET A%
YIRS

RBEEEXERR
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04. AT RS R BT HEISE

XERH: Aninvasive zone in human liver cancer identified by Stereo-seq promotes hepatocyte-
tumor cell crosstalk, local immunosuppression and tumor progression

KRHATI: Cell Research

HREM: .« EEEEFHPO. FYEREHRZHARR. AREREGRFHRIR. MMNERER
HEHRR. EBAFHBRLUERS

A&Kdia): 202356 B

EAZTIEAR: Stereo-seq. scRNA-seq (DNBelab C4)

KR Stereo-seq: 21 FIRIBIZET AR A AR EEREZA (6 I HCC, 15411CC)
sCRNA-seq: 5 IR AZMRFREEREZA (14 HCC, 4I1CC)

DOI: 10.1038/s41422-023-00831-1

£-

e

T

D BEFRTHPEA Stereo-seq 1 scRNA-seq, B8R T AXFFEMEEREBISE,
R & BT RN B Ath ST BB AT ATT SRES T 7 18 ER.

2 FIF Stereo-seq AT X TREOFHE - EES 250 um X2 HAEERXHN
Xiz, BIfPE “BREEAK"

@ RFEMIBTR T FHEERAMNEMAM - THAE - ERAR=5AEFANENRE
IMEIIRE,

@ FAKIRGF AR ESFHERETRIGEZEX, AIEAEENTERC.

o
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05. FHEEhE - FESRST27E SIS SRR R EAa %

XERIH: Presence of onco-fetal neighborhoods in hepatocellular carcinoma is associated with
relapse and response to immunotherapy

& RHBFI: Nature Cancer

ARE: DEhRBFMR. BAFTREAS. MINEEREER . EXEGREMRRIRE
ERETE: 2024 FE 1 5

ER5HEAR: Stereo-seq. scRNA-seq. bulk RNA-seq. RNAscope. cosMx. FT4EREARZE
AR FrRBENEAEEEAR. BB LTI A, SRMEHA

DOI: 10.1038/s43018-023-00672-2

HR=ER:

@ £ FI B =5 4B 2§ K Stereo-seq, H 45 & scRNA-seq # bulk RNA-seq, % 4t

ML T AR E (hepatocellular carcinoma, HCC) P& 48 5% BY 47 4 4A B
(cancer-associated fibroblasts, CAF) EliEARSRTRLETLELRRREIL,

QEREEHT —BES5HCC “&E-K” EHRE (onco-fetal reprogramming)
TRENEEZHMAE LB POSTNT CAF, FiEBBT POSTN* CAF. FOLR2* TAM
PLVAP* EC X=%8% “f& - X" AMMTREIREMUXR, B17T “BE-K BHREED
12X HCC BEAREAXATANZEM, A HCC WA RIS LA R A
TR T EEN S FH A
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06. ZFES RIS S REIFIE

XEHEH:

Single-nucleus RNA sequencing and spatial transcriptomics reveal the immunological

microenvironment of cervical squamous cell carcinoma

RREAT:
3SRk
KRB
A
RSB

iﬂ =/\

Advanced Science

RNEREBRFRARR. EPRRAZEZRNERFER. EXARERS

2022 F 8 B

snRNA-seq. Stereo-seq. mlF

snRNA-seq: 5 ffIEFERELAL; Stereo-seq: 14 FISFHEmEALR + 3 flIHEEENEH

DOI: 10.1002/advs.202203040

MREA:

A 15 F3 B2 4M BB 4% RNA Il % 3% R snRNA-seq #1 B 25 40 % #7 K Stereo-seq i8R T
EMHRAMERE (CSCC) MRBMIFE, 7E CSCCHMBMAEXIEAR, KT
LGALS9 #1IDO1 Z45b, RE¥MRZINHIERNRIEKTSIERMBEARPIIKTFE
SEEEER.

@ FERBHERA B XIS, W22 CD56+ NK BRI R RN EEES;
FEABE TRMBXIEF, MEINESHEREN ML, R B AAEH Tregs

Eaiiliio

@) RIM—BHEME R ERVEARXARET AR (myCAFs) , XLEARRERTAEEI D]
B RRE R A B A AR SN E BRI I B A KA,

@) BEHA CSCC BEH myCAFs SE5BEBRNEERE. REATRANEX, B4
REALUFMZERERNEEINIET myCAFs FNZE)19 B TEINEE,
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07. h¥HBh LTy EX HFEME MR R BT BT HITR R

XE@E: Cancer-associated fibroblasts undergoing neoadjuvant chemotherapy suppress rectal
cancer revealed by single-cell and spatial transcriptomics

K FHBFI: Cell Reports Medicine

HREN: PLUAFE HMBER. EAEGRFMRR. EEBTAFE
A Redid): 2023510 A

EAZTIEAR: Stereo-seq. scRNA-seq

HAERR: 29 fIEFRESE (EMEBTRIES 3 1TEE)

DOI: 10.1016/j.xcrm.2023.101231

R

@ HAZFF B AR RNA UFHE AR scRNA-seq BT AFERAK Stereo-seq, BRTH
HENEIT (NAC) MAEERTEMEEXMATEMM (CAFS) BHE, XERTS
BT MR EIE R,

Q@ HRAM, NACHAITE CAFS AR EAET EEZT WL, 32 CAF_PI16.
CAF_SLIT2 #0 CAF_ADAM28 T B¥1E 81T R M RIFHI B & S Z 110,

@ HARET T CAFs WA N fiEid == e R B A4 ME @R T RE g, BERER
[SZ 01 BB i R R L

@ R &I, CAF_FAP Y Ei&1d MIR4435-2HG MiE SR T MBI EMT, §  PBZEXEER
HIE8EE,

10
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08. RIE R KAIERAFMIRRA T &N

XE@H: Region-specific transcriptomic responses to obesity and diabetes in macaque
hypothalamus

RFRHATI: Cell Metabolism

RPN EXREGHEARIR. SEXF. ATRBAFEFR. AKHAFEE
A RAtiE: 2024F2 A

HFEAR: Stereo-seq. snRNA-seq

BB = MAREIERETHEE (EEXRA. SEREIESHEREAURIERBRA 2 ZUER
) 5 ARTEMALNFR, 81 2 2ERF (T2DM) BEFIE T20M X RARFEEMALS

DOI: 10.1016/j.cmet.2024.01.003

AR=A:

@ HARLEE T 821% RNA MIFE snRNA-seq FIBY SAF A Stereo-seq, WETEN
EARKEEY BR) T RSB =sia)it RARIL,

Q@ ARAKIMTEMPHFEXE, RS (NF) MW LEZ (PVN) , ITAEREFNE
FRIFRIM R SR,

@ MRMBIERFBRES THERRARHNIBIENL, URSERERMBXNTF
LRI 1o
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09. ¥ &M ZHi Castleman HEIBIFIS FHE)

XE/HB: Single-cell landscape of idiopathic multicentric Castleman disease in identical twins
RERHATI: Blood

BRREEAL: FEEILLRER O, SingHealth 1158 - N E L AFFZARETH L (Duke-NUS Medical
School) %

ERETE: 2024 FE 1 5

BAFEEiAR: Stereo-seq. scRNA-seq

AR HEBLEARER, SHARER. JMNEML

DOI: 10.1182/blood.2023021992

HR=m:

D HRABF AT AR R Stereo-seq 1 scRNA-seq FiR, L& Tk 4% 4
iCx Castleman J& (ldiopathic Multicentric Castleman Disease, iMCD) At E
MM EIELE , R T —XERE iIMCD BIAERLHER, =17 S IMCD 2%
B AT BETEE.

@ FIALGINEARNTERE, RANZRT IL-6 BRESERBERNEMABIMRLT
AR IR ARRR AR Y 3 SH(L,

@ @it xFoMNE MmEpZAEE (peripheral blood mononuclear cells, PBMC) #1178
MO, ERT FARBEZAENEERBNERE, ARRNHARREERT
IR AR E R,

12
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10. mtDNA B Rifl {513 12ch a0 )

XERIBE: Maternal age enhances purifying selection on pathogenic mutations in complex |
genes of mammalian mtDNA

ERHATI: Nature Aging

MR FEHAY. PREAFSE

ERAtiE: 2024 F7 A

HREEAR: Stereo-seq

FEASSERY: IRRZNIARRRA BRI R RIRA R R R T/ ERAEE
DOI: 10.1038/s43587-024-00672-6

Mr=a

A BESREWIIK, AR DNA (MDNA) RIS ERIH AR,
XETEER B I KR B A B RIZHER, RS TEA D ANSREREKS
K0 MEDNA 2R TS5 HT 5,

@ HiSTRIF DAdA {74 RURIBIRIGERIES (DACBES) E/\ R ERNEHTA  [Eiagmtm]
HKEHPNFELAEEAE | BE (VDI FINDS) WRFRE, WALt [§e
BB IR T ST A, %

@ FIABSASEA Stereo-seq, HIZBRT NDI RT /) EIIEHEARAFIEH  LHHe
BRI, 3X—45 F IS (L ATAEIRED T 41k DNA REHEIEM BT TR,

HIEENERIR

13
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11. LIRS REBARRAIE % & A

EH: Spatially resolved gene regulatory and disease-related vulnerability map of the adult
Macaque cortex

&RFREAFI: Nature Communications

RSN MUNEREDRRIEMRR. RYERERRZMRIR. BRBTIAZR KEBRVEZHTR.
EESEREEMRA. FNIERERE. FERERCNEMEASEREM T, TINHEZEYR
BE

k&RBFiE: 20224F 11 8

EAZHEAR: snRNA-seq. snATAC-seq. Stereo-seq

4528 snRNA-seq # snATAC-seq: =R 72 MHiR M SERHMOMEMREE (V1) « RIS
MR (M1) FFi&RER (PFC) RIS,

Stereo-seq: MR 60 AR SEREIHMAI V1. M1, PFC #7<

DOI: 10.1038/s41467-022-34413-3

@ AR ARLZEEFIAH snRNA-seq. snATAC-seq I ARFMBITHEFE R R Stereo-seq,
SHIRERETRMEX 2K T S 4HF EE,

2 BEEMEEED, ERMMKTE IMBERERAMEZNEAMMREL,
FAZEFRADRNEE HHEAE. EHEARNERABART B RNAESR
TR, HPaETRRX. FREBHMEEREZTT,

@ FAESZEEAEHIENEE ST, UZEISHHNARXEN T EMAMERSTE

XIFRiEETH, HETERERNATTRE, R THENABTHNXBRATEET.

WBIEPIRFEEY)I9H (linkage disequilibrium score regression, LDSC) %

BEAI R MMERANARIEE, TN T HERSEERFNGEERERNXES

&4,

14

-

P
@
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12. RGBT R AR E R R RS
XERIB: Cross-Species Insights into Trophoblast Invasion During Placentation Governed by
Immune-Featured Trophoblast Cells

&FTHATI: Advanced Science

RS : ERERIVAFHIYRFER. FLUAFHEE—ER. ARERUVEFZRMIBERRIE
ERedia): 2024598

ERZTIEAR: Stereo-seq. scRNA-seq

BB KR, NEMERRE

DOI: 10.1002/advs.202407221

HR=m:

O MRARBILLRAR. NRMENRE, B 7 FREFTENRITG, 55
FREI T RRFHELZFTRAM (iTrophoblast) EREFEMREPHIXEBIER.

Q@ BRAMT RBFEEFTEHM (iTrophoblast) , XT4MRAEERERELTF

MARARSELE NS, MEFRABREFRSERR, SREFTENE

S

@ FAES D HENRTAER A Stereo-seq #l scRNA-seq AR, AR ARTEHA
A= EEE AR T IREABWNohSEIE, NIEMIRRTIEEME R L E

HIEENERIR

RET R,

15
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13. WL AMARE S 5347 R Slamfo+ BN I RAASE

XE@E: Single-cell spatiotemporal analysis of the lungs reveals Slamf9* macrophages involved
in viral clearance and inflammation resolution

&FHATI: Cell Discovery

MR RYERESRFHARR. BAAFE. FEEFRZER. ERDNEFR. SFERE. M
LTS

% &RetiE): 2024 £ 10 B

BAFEEiAR: Stereo-seq. scRNA-seq

HAERR: TEERA/ PARERARLS; BREE2XR. 5K 7 XM 14 XONFT 6 RAHHALEA
DOI: 10.1038/s41421-024-00734-4

ARz

QD TARTHEFRAR Stereo-seq XHFHERHTT T AAIBTZ 940

2 IRB T —FhERa EMRARREITEE Slamf9*, T©{17E SARS-CoV-2 BEHIES=4E,
HERSBERNAERADLIEXBIER,

@ 18R T Slamfor EMEABRINAS Isgl2*Cst7+ R RIZABR I E TIELUB MRS,
HIEGERR A Trem2t 1 Fbpl* ERELRE, (R KERRMMALEBE,

16
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14. BSR4 -T 40AE Fo i PAXRA EIAmER R

XERH: Single-cell spatiotemporal analysis reveals alveolar dendritic cell-T cell immunity hubs
defending against pulmonary infection

&FRHATI: Cell Discovery

HREN: FEEFRFERICEDIEZR. RINEREGRFHRIR. FREEFRFREF LY
HARER. TTMNERRE, mHAAR. EFLRES

A FRAFi{E]: 2024 £ 10 B

B AR: Stereo-seq. scRNA-seq

AR SARS-CoV-2 REAFFI T & RAREY

DOI: 10.1038/s41421-024-00733-5

=

5

D ART MR BRERBFERARER, BIREREL TRREMSFE,
&7 Stereo-seq # scRNA-seq #iE, 2EL&H TAHRNZ AR T AN =
EiE, AARARBSTEINETIRMET LR,

@ HRERT NEERE. BEFH. mEMATBAMENENMIPRRIEN
LEERAEE,

@ R T M ANIKRANE -TABREEPL, XEFTEEZXGTHEMNMAME L
SARS-CoV-2 RRZHRIEIERY B, HERSEREMEREIEKT, AREEXERR

it

17
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15. 15 L SBR SRS S BN SN TR

XEmB:

Adrenomedullin has a pivotal role in trophoblast differentiation: A promising

nanotechnology-based therapeutic target for early-onset preeclampsia

RIREAT:
3=
EFRETE:
BT
ExiJil

Science Advances
EBAFERNNER. EXREGRFERRRE
2023F 11 B

Stereo-seq. scRNA-seq
ANERREBAEAR, MEHFAR. ZFETHARMEREREA. TR EER

DOI: 10.1126/sciadv.adi4777

HR=R:

O HRAZFIBERBEHLNFTAHF KA Stereo-seq. FIPEBEEF. gK

MEREXEEREAR, SHTRARSMETREAZAMNTEEE, BFATEL
fRBEF =& (adrenomedullin, ADM) ERRBIEEAXBETHNEEY,

@ HARBRT ADM TR KRB FHR1HEA (early-onset preeclampsia, EOPE) &J#l
SR EZIENEEER, HAXMTERRAF AENSHTUNAETRET BEN

B

18
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16. SIEMFURISENS B R AET S AR R AR

XERB: Single-cell Stereo-seq reveals induced progenitor cells involved in axolotl brain regeneration
K RHATI: Science

MR MMNERESRERRIT. RIERERRERRR. TREEFRFER. EEITEAE.
BONKFEE

E&Redia): 2022598

HFREEAR: Stereo-seq

AR 5B 6 NABRE S (st44, st54, st57, juv., adult, meta.) ; BSfARE 7 NBYEIAYAR
fx (2D, 5D, 10D, 15D, 20D, 30D, 60D)

DOI: 10.1126/science.abp9444

&5

e

{3

D [ZF Stereo-seq FABERIGEE T BRIFIHANLEN, LH] T BRIRHRME N A BMIRG
BEIREPRUEARSHENERREESNARTEBHSTHEE, HHAR
B4R FHHIBEE T Bt

@ F—MEETHRTREERIRGNEESETRIPREE, EBEFEH#ITK
=IEE, HENLHETARTERZSSGORaRNNESMMEE, HELHIR
AR BIHETT,

) BRIRRIANE 4 Al pe B A EMHEMITE S FRET / B4R D L, BO B
EBELIERWEHELRE,

(@) B AN S a5 RARIEEIET M https://db.cngb.org/stomics/artista FFIREX.

it

19
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17. (NERBFAR AR A IS A AR oo

XE@E: Aspatiotemporal atlas of mouse liver homeostasis and regeneration

EFRHBTU: Nature Genetics

AR FUNEXRESRFEMRRR. SMAE. FERFRD FARMF PO, TNERKE
FHEMBER. LWAERATSE

ARedia): 2024548

EAZTHAR: Stereo-seq. scRNA-seq

B4R WA PHxVERER, k&S 0X (D0). BEEhHEA (8 h). 1EJEHA (D1. D2. D3) FIKRLEHR (DT
d4) B9£RFI+4E4R 30 19

DOI: 10.1038/s41588-024-01709-7

AR==:

O MAEXRBETMENSOWHIRNTHZR A Stereo-seq, UNSBEEBMPES
EMFHEAR scRNA-seq, L5 T /NRITIERRES -2/3 U1k - BER RN =R RENE,

2@ EEHHREBFTRESBERS THERABMIEFLRARND FHE, 1§
e X 7 B EIMLE i g 4hAa ElE S shAS AR U # B A,

@ IRF T HRERF TBLIXRL EAEREAAEN Wnt/B-catenin 5 S BERIVEAEREF,
IR AT ARpRILTE,

@ ZHRRANERIERFRRSNBERMET FENHIERE, BAXRRHE—TRR
WEEL BN BT A IRAN TN REPR IS B E T EEE A,

20
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18. (NEBESHRAREA S SE NS

XEREE: Aspatiotemporal atlas of cholestatic injury and repair in mice
RFHATI: Nature Genetics

R e FERFRD FAREF SO FNEXRERRIFEMRIRE
KREYiE]: 2024 FE4 B

EAZEHEAR: Stereo-seq. scRNA-seq

B R: WA C57BL/6/NRIRE, WWETEIEEEE (DDCHEGHE 0X, DO) . DDCIREE
8 XM 17 RXMBFTAE (D8 A1 D17) , WUKIMRESE 2 K. 7 XKH 21 KAYEFAE (R2. R7 #1R21)

DOI: 10.1038/s41588-024-01687-w

r=ma:

O FAEXRBEMENS MM THFR R Stereo-seq, LUK FHIZ 8] 53 1
EMET DR RIRRGSBENNTSRRARE, BR7IZIERHHRGHGMN
R ANIRIRIE (S S BT = RS U AHIE

@ ML, BEARTERSEIRGINEERLEZOER, FIRBERASER
HEXERME (LAM) BEMSUEXMER, URERGHREERE TGFR, ¥
napFEARREAEARRE (LPLC) BYER{LF0IT]BK A ERF4AREIILTE,

@ MR T Atoh8 fER— IR EHINFIRF, TTEREERHEAERG AT SR
E, AERGEBEEDLETE, MMAFFARTERESHE R, AREEXERR

21
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19. lé\@ﬂ%ﬂ’r?i‘é*i‘éﬂ?éﬂﬂﬂ*ﬂ%ﬁﬁ?ﬂﬂﬂﬂ?ﬁigﬂggdﬂbﬁ%
70

XERIH: Identification of HSC/MPP expansion units in fetal liver by single-cell spatiotemporal
transcriptomics

RRHBFI: Cell Research

HREN: FERFRIARM. ERAZESREFR. REREHRFARIRE
£ RAtiE): 2021 F8 A

EAFEHiAR: Stereo-seq. scRNA-seq

BAIER: )NEARAEF (Fetal Liver) « AZEBSAF (Human Fetal Liver) « AZEEFIMM (Human Cord
Blood) #1&8& (Bone Marrow)

DOI: 10.1038/s41422-021-00540-7

HR=m:

@ F LA RNA TMFEF R scRNA-seq FIBT =LA FE R A Stereo-seq, HWET/INE
FARTRYE RAEE, 85T HSC/MPP MR ERM, HAW CDI3 S&EMTTEEE
B IEoR A T ARREAFIE,

Q@ EHESSITBMARMTEAEREAFHNSGE, IR5IH HSC/MPP By “S3K” B

(HSC PLUS) , B&8EF TV N ERMARNESE KA FMBAR. X—%

9 HSC/MPP BYThEEME 1SR4 T FrB9 AR, b 15

@ BRSO RATIEEIIERR T/ NRAM AR HSC/MPP Z B RTHREMEEE  mmesx
B g, TR HSC/MPP X BMINREY IR T EEMNER,

22
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20. B LB SISEE

XEREH: Implantation underneath the abdominal anterior rectus sheath enables effective and
functional engraftment of stem-cell-derived islets

& RHBFI: Nature Metabolism

AREN: tRAF. FEEFRER. ERDNERRS
EFRAE: 2023 F 1 8

RFEEAR: Stereo-seq

AR 2 AR FEIEARAVIS IR ATE AN TAVAR
DOI: 10.1038/s42255-022-00713-7

ARmm:

O ZXEBTEENFH TRAZETHARS RS (Human pluripotent stem cell-
derived islets, hPSCislets) #iERN—MHAEMESMBGL, HALT — &Y hPSC
RREERETBEAE,

@ ZEREANK. ITAPRAR Stereo-seq MIBEITFNE 555, IFSLEEATHE T
1875 SRR R M2 IF hPSC IRRAMIEANTTE. THREM TR K ERLERS, NImR
MEFRFATTIRM T IR S IEMERE, BEXN 1 BRBRARNER.
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1512 Single-cell resolution spatial transcriptomics detection
1 | of pathogens followed by studying the immune milieu: using

British medical 105.7 2023 &

virus-associated cancers from different organs as paradigm journal
Multiscale topology classifies and quantifies cell types in
2 subcellular spatial transcriptomics WS 50.5 2024
*| 3 A cellular hierarchy in melanoma uncouples growth and Nature 50.5 2022 &

metastasis

CCL19-producing fibroblasts promote tertiary lymphoid
% | 4 |structure formation enhancing anti-tumor IgG response in Cancer Cell 48.8 2024
colorectal cancer liver metastasis

5 | Spatiotemporal modeling of molecular holograms Cell 45.5 2024
Spatial Transcriptomic Landscape Unveils Immunoglobin-

g associated Senescence as a Hallmark of Aging Cell B 2024 &

7 | 3D reconstruction of a gastrulating human embryo Cell 45.5 2024 £

3 Spatiotemporal transcriptome atlas reveals the regional Cell 45.5 2023 &

specification of the developing human brain

Spatiotemporal insight into early pregnancy governed by

9 immune-featured stromal cells Cell 45.5 2023 %
Single-cell spatial transcriptome reveals cell-type
= organization in the macaque cortex Cell = 2023 &£
Spatiotemporal transcriptomic atlas of mouse organogenesis
1 using DNA nanoball-patterned arrays cell 45.5 20228
Cross-species single-cell spatial transcriptomic atlases of the .
12 | et i Science 447 2024 &
Whole-brain spatial organization of hippocampal single- .
13 neuron projectomes Science 447 2024 F
Single-cell Stereo-seq reveals induced progenitor cells .
*| 14 involved in axolotl brain regeneration SRR sl 2022
15 gsglt?ahlgrlweg spatial domains from spatial multi-omics with Nature Methods 36.1 2024 &
| 16 |Aspatiotemporal atlas of cholestatic injury and repair in mice | Nature Genetics 3T 2024 F
A spatiotemporal atlas of mouse liver homeostasis and .
*| 17 regeneration Nature Genetics 317 2024 &F
Multiomic analysis of cervical squamous cell carcinoma
18 | identifies cellular ecosystems with biological and clinical Nature Genetics 31.7 2023 F
Y g
relevance
19 Chromosome-level genomes of three key Allium crop sand Nature Genetics 3.7 2023 &

their trait evolution

An invasive zone in human liver cancer identified by Stereo-
*| 20 |seqpromotes hepatocyte-tumor cell crosstalk, local Cell Research 28.1 2023 F
immunosuppression and tumor progression
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Identification of HSC/MPP expansion units in fetal liver by

21 single-cell spatiotemporal transcriptomics Cell Research 281 2021 %
Region-specific transcriptomic responses to obesity and 5

22 diabetes in macaque hypothalamus Gl el 2 A s
Presence of onco-fetal neighborhoods in hepatocellular

23 | carcinoma is associated with relapse and response to Nature Cancer 23.5 2024 F
immunotherapy
Single-cell landscape of idiopathic multicentric castleman

2 disease in identical twins e 2 2024 &
Implantation underneath the abdominal anterior rectus

25 | sheath enables effective and functional engraftment of stem- | Nature Metabolism 18.9 2023
cell-derived islets
Spatial transcriptomic characterization of a Carnegie stage 7 .

26 | puman embryo Nature Cell Biology 73 2025 &
Assingle-cell transcriptome atlas profiles early organogenesis .

27 i human embryos Nature Cell Biology 17.3 2023 &
Maternal age enhances purifying selection on pathogenic ]

2 mutations in complex | genes of mammalian mtDNA NatthgRgig, il 2024 ¢

29 STOmicsDB: a comprehensive database for spatial transcriptomics Nucleic Acids 16.6 2023
data sharing, analysis and visualization Research :

30 STellaris: a web server for accurate spatial mapping of single Nucleic Acids 16.6 2023 &
cells based on spatial transcriptomics data Research .

31 | Aspatial transcriptome map of the developing maize ear Nature Plants 15.8 2024 F
Integrated single-nucleus and spatial transcriptomics captures

e transitional states in soybean nodule maturation Nature Plants L 2023 %

33 Spatially organized tumor-stroma boundary determines the Nature 14.7 2024 4
efficacy of immunotherapy in colorectal cancer patients Communications :

34 Mapping the molecular landscape of Lotus japonicus nodule Nature 14.7 2024 &
organogenesis through spatiotemporal transcriptomics Communications :
MENDER: fast and scalable tissue structure identification in Nature

35 spatial omics data Communications 14.7 2024 &
Dbh* catecholaminergic cardiomyocytes contribute to the NEfE

36 | structure and function of the cardiac conduction system in AT G 14.7 2023 &
murine heart
Spatial-linked alignment tool (SLAT) for aligning heterogenous Nature

37 slices properly Communications F 2023 &

38 Spatially informed clustering, integration, and deconvolution Nature 14.7 2023 &
of spatial transcriptomics with GraphST Communications Y

39 Spatial-ID: a cell typing method for spatially resolved Nature 14.7 2022 &
transcriptomics via transfer learning and spatial embedding Communications :

40 Spatially resolved gene regulatory and disease-related Nature 14.7 2022 &
vulnerability map of the adult Macaque cortex Communications :
Deciphering spatial domains from spatially resolved Nature

41 'ér:cnosg;!atomlcs with an adaptive graph attention auto- Communications 14.7 2022
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Tracing the evolutionary and genetic footprints of Nature

4 atmospheric tillandsioids transition from land to air Communications 14.7 2024
Stereo-seq of the prefrontal cortex in aging and Alzheimer's Nature

= disease Communications Lol 2025 &
Cross-Species Insights into Trophoblast Invasion During .

44 Placentation Governed by Immune-Featured Trophoblast Cells Advanced science 14.3 2024 %
Single-nucleus RNA sequencing and spatial transcriptomics

45 | reveal the immunological microenvironment of cervical Advanced Science 14.3 2022 £
squamous cell carcinoma

46 | Aspatiotemporal transcriptomic atlas of mouse placentation Cell Discovery 13.0 2024 £
Single-cell spatiotemporal analysis reveals alveolar dendritic

47 | cell-T cell immunity hubs defending against pulmonary Cell Discovery 13.0 2024 &
infection
Single-cell spatiotemporal analysis of the lungs

48 | reveals Slamf9* macrophages involved in viral clearance and Cell Discovery 13.0 2024 &
inflammation resolution
Single-cell multi-omics analysis of lineage development and :

< spatial organization in the human fetal cerebellum Cell DISRQUETY el 2024 &
spatiAlign: an unsupervised contrastive learning model for . h

50 data integration of spatially resolved transcriptomics GigaSgigpee 11.8 2024 &
Spatially resolved single-cell atlas of ascidian endostyle .

o provides insight into the origin of vertebrate pharyngeal organs Science Advances Lol 2024 ¢
Adrenomedaullin has a pivotal role in trophoblast

52 | differentiation: A promising nanotechnology-based Science Advances 11.7 2023 &
therapeutic target for early-onset preeclampsia
Cancer-associated fibroblasts undergoing neoadjuvant Cell Reports

53 | chemotherapy suppress rectal cancer revealed by single-cell Medig'ne 11.7 2023 £
and spatial transcriptomics
Antibody-based delivery of interleukin-2 modulates the Joqrnal of
. A : b - Experimental &

54 immunosuppressive tumor mlcroenylronment and.achl'eves Clinical Cancer 11.4 2025 £
cure in pancreatic ductal adenocarcinoma syngeneic mice Research

55 Multitranscriptome analysis revealed that stromal cells in the | British Journal of 11.0 2024 &
papillary dermis promote angiogenesis in psoriasis vulgaris Dermatology ’
Spatiotemporal transcriptomic landscape of rice embryonic

56 | calls during seed germination Developmental Cell 10.7 2024

57 The single-cell stereo-seq reveals region-specific cell vl G 10.7 2022 &
subtypes and transcriptome profiling in Arabidopsis leaves P y
High-resolution 3D spatiotemporal transcriptomic maps of

=8 developing Drosophila embryos and larvae Developmenta/ el Xo.7 20225
Spatiotemporal mapping of gene expression landscapes and

= developmental trajectories during zebrafish embryogenesis Developmental Cell e 20225

60 Spatiotem;_)oral t.ranscriptomic atlas of rhizome formation in Biotei[;g;[ogy 10.1 2024
Oryza longistaminata Journal

61 Spatial transcriptome analysis on peanut tissues shed light Biot:t,:lggélo 10.1 2022 &
on cell heterogeneity of the peg e gy ’
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