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BERADT, ARRERRREESHIUAMNTIA,

B4 F IR Stereo-seq, ETF DNA 4uKkEk (DNA Nano Ball, DNB) %, R2EE=EE. B85
DR, KUINRLULSRFIA, TULHE—#4AEAR. AR, TAR. 97 “ORE" RN
HITREERRAD . ZREABINEEHBRASTH mRNA, HiBEIRZEHE (Coordinate
ID, CID) RREIZFEME, RHMALRPERTERXEN, FRANMT BARNERRARESS
BEIFFEZEH X RBIRANARER. M AEDUFEL LI “WREDHRE" M ERELINT"
BIREARMES, RIEFA B AL SEITE B ARSERE A LIS 53 HE R W22 93 A Al 4H R 2k

BfZHF R AR Stereo-seq HARIE
R F 4, Stereo-seq RARMESHMMNAEN, ERINNETFHEREMGEESMEENE
DHETEEE, #FT/OEEIRXNBETTERANE, HEHTEYMIRNSEERAER
W, XEMRAUET T NALNEREMMARERBNZ S, TAFRNERRINEE. BELBERE
RNGRETEESE, HHTRHEZARRNEE.
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HENENSEMRBR, LUTRE Stereo-seq 1A F TUHAIED 2 LN A A,
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XE#B: Single-cell spatial transcriptome reveals cell-type organization in the macaque cortex
RREATI: Cell

g FERZERERFSERERASEHPO ERZMRA) « EXEGHFERRR. IF
ABELWE, EERRZESEMATAO. BT Al Lab, IMAEREBTIHMR. fPMTEEXERE
E&Redia): 2023F7H

FEA: Stereo-seq. snRNA-seq

FEAe2ERY: = QM RIRRI AR FIK R B X i

DOI: 10.1016/j.cell.2023.06.009
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seq #l snRNA-seq, &H1T 2EEMNEAR KL LK R E B 4AMRELE,

@ TERMBRENARER 143 X EHEFE H 264 A%,

@ FiEARME ESARERAFRXMNEXRBNEMERE, FHRREL SRS
BNXIEA B SR RANERAGRZMX N EREN ZEHX R,
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Spatiotemporal transcriptome atlas reveals the regional specification of the developing

human brain
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Cell

PERZREMYIARA. THERLRE. tEAFEE

2023 F 12 A

Stereo-seq. scRNA-seq

AZ ML BrES (GW6. GW8. GW10. GWI12. GW14. GW16. GW20 F1 GW23)

DOI: 10.1016/j.cell.2023.11.016
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O ARARFIARNTHFE R Stereo-seq, 7T ARNS M ELBERER, HEE
scRNA-seq &R, WEAMFRXEZ LB ENRMARN=EE, H5RTX
BRARFEREBEAREEARNEFDHEN.
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XE&HE: Whole-brain spatial organization of hippocampal single-neuron projectomes
ZRHATI: Science

MR FERFRERNF S SRRSO, ERRRAEAMNETEE SRR, 1R8BS
=, EBRRKFEE

% RAtiE: 2024F2 A
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B4R pEEM AR (8 AR -10 BR) 2B E3XEMNETIA

DOI: 10.1126/science.adj9198
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@ FIANTHFRE AR Stereo-seq, 4HIT/NRES (hippocampus, HIP) CAl X
H=iEE RAERE, HARTT HIP BETr = aBEE,

@ ZREM T/VE HIP B9 10,100 M ERHEZ TR ML ST MRS, HIANBLEH
43 e fuig ST ARRESE Y,

@ ARBFANIGR T MIHE R 5K Stereo-seq HAKEM T EIE RALIBEHITES S AL
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XE@E: Cross-species single-cell spatial transcriptomic atlases of the cerebellar cortex
KFRHATI: Science

R FERFREEFSERRASHENIP L. EXEGREMRAR. BISHFEEETA
FE

ARedia): 2024598

5IAR: Stereo-seq. snRNA-seq

B SERY: BRMR. ORA RV

DOI: 10.1126/science.ado3927

MRARR:

@ Bz snRNA-seq BT AR AR Stereo-seq, HMETHMERE. HIEF/NE/ K
EENEEPARTEERAEE, 517 REEFRNMABTIM=EERR
KiET

@ MREMT KX GRID2 BE (RS 82 BIAREZR) MWARIKENMmNR KL
FEZHY Purkinje 4BRET0 RS, XL RE/ N/ NH PR DEEERE, AIaERME
SfGRETEE MR F ST,

@ @i 5EEahYITHRE L IR AR (IMRI) ¥IRLE S, MARBR T/ REENE
RARXEXSIEEBEMEXZBNET X R, HERNRHECFIEERET
AR
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XERB: Single-cell Stereo-seq reveals induced progenitor cells involved in axolotl brain regeneration
KRHERT: Science

RS MNERESREMRRIR. RIERERRERRR. TREEFRFER. EEITEAE.
BONKFEE

ARETE: 2022 5FE9 8

HFREEAR: Stereo-seq

BAER: RIF6NABRES (St44, St.54, St.57, Juv., Adult, Meta.) ; BithfafE 7 DESE
MyARX (2D, 5D, 10D, 15D, 20D, 30D, 60D)

DOI: 10.1126/science.abp9444

HR=R:

D RANZEHEFRA Stereo-seq B/RME T ERIRIHINLEH, L6 T ERIRIHMNE D&
BfGGEESERRUSARSPHENERRAEEN A= RS T LEIE,
FRARBE LS FHHIZEE T Ebtl

@ BF—aETARTEEREGRMEBEIEPRERECE, EHEPERHITA
210, WILHRETARTERS5FGO00ERENEEZMMEE, HEMAMR
RERRAVIREZ TT,

(B RUR AV RN 4 A] R A A BB EI D FIEET / BARN S, 385 BEIAN
REERRELE,

(@) B AN S a5 RARIEEIET M https://db.cngb.org/stomics/artista FFIREX.
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EH: Spatially resolved gene regulatory and disease-related vulnerability map of the adult
Macaque cortex

&RFREAFI: Nature Communications
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A5 AR: snRNA-seq. snATAC-seq. Stereo-seq

45288 snRNA-seq # snATAC-seq: =R 72 MHiRI M SERFMOMEMREE (V1) « RIS
MR (M1) FFi&RER (PFC) RIS,

Stereo-seq: MR 60 AR SEREIHMAI V1. M1, PFC #7<

DOI: 10.1038/s41467-022-34413-3

ARz

O HARARLESFIA snRNA-seq. snATAC-seq FARFBT T HEH K Stereo-seq,
LHRERTRNX B AMK TS AHFEIE,

2 BEEMERFE N, ERMMRKE LWESRGEAMEZHEMAMRERE,
FAZEFFRANFNEEHHEA. FREARNERAMARTEFRNESR
TR, HhaEFARRX. FNEEBHNEERETT.

@ FASTEAFHIBENES DN, UTEDPNAREX TR EMRERIFE
XIgaiEEToH, FESEREENABTERE, KA THELENXRIAERF.

@ @I EPRFEEYTFH (linkage disequilibrium score regression, LDSC) .
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1512 Single-cell resolution spatial transcriptomics detection - .
1 | of pathogens followed by studying the immune milieu: using Br:t:;l:lr:;eﬁlcal 105.7 2023 &
virus-associated cancers from different organs as paradigm J
Multiscale topology classifies and quantifies cell types in
2 subcellular spatial transcriptomics e 50.5 2024 &
A cellular hierarchy in melanoma uncouples growth and
3 | metastasis Nature 50.5 2022
CCL19-producing fibroblasts promote tertiary lymphoid
4 | structure formation enhancing anti-tumor IgG response in Cancer Cell 48.8 2024
colorectal cancer liver metastasis
5 | Spatiotemporal modeling of molecular holograms Cell 45.5 2024
Spatial Transcriptomic Landscape Unveils Immunoglobin-
< associated Senescence as a Hallmark of Aging Cell B 2024 &
7 | 3D reconstruction of a gastrulating human embryo Cell 45.5 2024 £
Spatiotemporal transcriptome atlas reveals the regional
*| 8 specification of the developing human brain Geil L 2023 %
Spatiotemporal insight into early pregnancy governed by
9 immune-featured stromal cells Cell 45.5 2023 &
Single-cell spatial transcriptome reveals cell-type
*| 10 organization in the macaque cortex Cell “EE 2023 &
Spatiotemporal transcriptomic atlas of mouse organogenesis
1 using DNA nanoball-patterned arrays cell 45.5 2022 %
Cross-species single-cell spatial transcriptomic atlases of the 3
*| 12 cerebellar cortex Science 44.7 2024 F
Whole-brain spatial organization of hippocampal single- .
Y| 13 neuron projectomes Science 44,7 2024 F
Single-cell Stereo-seq reveals induced progenitor cells 5
*| 14 involved in axolotl brain regeneration SRS i 2022 &
Deciphering spatial domains from spatial multi-omics with
15 SpatialGlue Nature Methods 36.1 2024
16 | Aspatiotemporal atlas of cholestatic injury and repair in mice | Nature Genetics 31.7 2024 F
A spatiotemporal atlas of mouse liver homeostasis and .
17 regeneration Nature Genetics 31.7 2024
Multiomic analysis of cervical squamous cell carcinoma
18 |identifies cellular ecosystems with biological and clinical Nature Genetics 31.7 2023 F
relevance
Chromosome-level genomes of three key Allium crop sand 4
19 | their trait evolution Nature Genetics 31.7 2023
An invasive zone in human liver cancer identified by Stereo-
20 |seq promotes hepatocyte-tumor cell crosstalk, local Cell Research 28.1 2023 F
immunosuppression and tumor progression
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Identification of HSC/MPP expansion units in fetal liver by

21 single-cell spatiotemporal transcriptomics Cell Research 281 2021 %
Region-specific transcriptomic responses to obesity and :

22 diabetes in macaque hypothalamus i 217 A s
Presence of onco-fetal neighborhoods in hepatocellular

23 | carcinoma is associated with relapse and response to Nature Cancer 23.5 2024
immunotherapy
Single-cell landscape of idiopathic multicentric castleman

2y disease in identical twins oo 21 2024 &
Implantation underneath the abdominal anterior rectus

25 | sheath enables effective and functional engraftment of stem- | Nature Metabolism 18.9 2023 &
cell-derived islets
Spatial transcriptomic characterization of a Carnegie stage 7 .

26 human embryo Nature Cell Biology 17.3 2025 £
A single-cell transcriptome atlas profiles early organogenesis .

27 |in human embryos Nature Cell Biology 17.3 2023 &
Maternal age enhances purifying selection on pathogenic "

= mutations in complex | genes of mammalian mtDNA NatthgRging B 2024 &

29 STOmicsDB: a comprehensive database for spatial transcriptomics Nucleic Acids 16.6 2023 &
data sharing, analysis and visualization Research ’

30 STellaris: a web server for accurate spatial mapping of single Nucleic Acids 166 2023 &
cells based on spatial transcriptomics data Research :

31 |Aspatial transcriptome map of the developing maize ear Nature Plants 15.8 2024
Integrated single-nucleus and spatial transcriptomics captures

= transitional states in soybean nodule maturation Nature Plants L 2023 %

33 Spatially organized tumor-stroma boundary determines the Nature 14.7 2024
efficacy of immunotherapy in colorectal cancer patients Communications :

34 Mapping the molecular landscape of Lotus japonicus nodule Nature 14.7 2024 &
organogenesis through spatiotemporal transcriptomics Communications :
MENDER: fast and scalable tissue structure identification in Nature

35 spatial omics data Communications 14.7 20245
Dbh* catecholaminergic cardiomyocytes contribute to the e

36 | structure and function of the cardiac conduction system in T . 14.7 2023 £
murine heart
Spatial-linked alignment tool (SLAT) for aligning heterogenous Nature

37 slices properly Communications o 2023 %

38 Spatially informed clustering, integration, and deconvolution Nature 14.7 2023 &
of spatial transcriptomics with GraphST Communications y

39 Spatial-ID: a cell typing method for spatially resolved Nature 14.7 2022 &
transcriptomics via transfer learning and spatial embedding Communications :

40 Spatially resolved gene regulatory and disease-related Nature 14.7 2022 &
vulnerability map of the adult Macaque cortex Communications ’
Deciphering spatial domains from spatially resolved Nature

41 Zr:cnsggftomws with an adaptive graph attention auto- Communications 14.7 2022 £

11



ESVIES il

Fs pa=r il RREAT FMETF | RAEiE

0 Tracing the evolutionary and genetic footprints of Nature 14.7 2024 &
atmospheric tillandsioids transition from land to air Communications '
Stereo-seq of the prefrontal cortex in aging and Alzheimer's Nature

= disease Communications L5l 2025 £
Cross-Species Insights into Trophoblast Invasion During .

44 Placentation Governed by Immune-Featured Trophoblast Cells Advanced science 14.3 2024 £
Single-nucleus RNA sequencing and spatial transcriptomics

45 | reveal the immunological microenvironment of cervical Advanced Science 14.3 2022 F
squamous cell carcinoma

46 | Aspatiotemporal transcriptomic atlas of mouse placentation Cell Discovery 13.0 2024
Single-cell spatiotemporal analysis reveals alveolar dendritic

47 | cell-T cell immunity hubs defending against pulmonary Cell Discovery 13.0 2024
infection
Single-cell spatiotemporal analysis of the lungs

48 | reveals Slamf9* macrophages involved in viral clearance and Cell Discovery 13.0 2024 F
inflammation resolution
Single-cell multi-omics analysis of lineage development and q

= spatial organization in the human fetal cerebellum Cell Discovery W 2024 &
spatiAlign: an unsupervised contrastive learning model for . :

50 data integration of spatially resolved transcriptomics Gigadgepee 118 2024 £
Spatially resolved single-cell atlas of ascidian endostyle 3

2 provides insight into the origin of vertebrate pharyngeal organs Science Advances Lol 2024 &£
Adrenomedullin has a pivotal role in trophoblast

52 | differentiation: A promising nanotechnology-based Science Advances 11.7 2023 £
therapeutic target for early-onset preeclampsia
Cancer-associated fibroblasts undergoing neoadjuvant Cell Reports

53 | chemotherapy suppress rectal cancer revealed by single-cell Medig'ne 11.7 2023 F
and spatial transcriptomics
Antibody-based delivery of interleukin-2 modulates the Jot{ma[ of
. A : b - Experimental &

54 immunosuppressive tumor mlcroen_\llronment and vachl'eves Clinical Cancer 11.4 2025 F
cure in pancreatic ductal adenocarcinoma syngeneic mice Research

55 Multitranscriptome analysis revealed that stromal cells in the | British Journal of 11.0 2024 &
papillary dermis promote angiogenesis in psoriasis vulgaris Dermatology ’
Spatiotemporal transcriptomic landscape of rice embryonic

56 | alls during seed germination Developmental Cell 10.7 2024 £

57 The single-cell stereo-seq reveals region-specific cell e e 10.7 2022 &
subtypes and transcriptome profiling in Arabidopsis leaves P :
High-resolution 3D spatiotemporal transcriptomic maps of

38 developing Drosophila embryos and larvae Developmental gel] wo.1 2022
Spatiotemporal mapping of gene expression landscapes and

= developmental trajectories during zebrafish embryogenesis Developmental Cell = 2022

60 Spatiotemporal t_ranscriptomic atlas of rhizome formation in Biotei[l?g;[ogy 10.1 2024
Oryza longistaminata Journal

61 Spatial transcriptome analysis on peanut tissues shed light Biotch,:[;g;Io 10.1 2022 &
on cell heterogeneity of the peg  — £y :
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